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Resources [¥) How To [*!

—=NCBI

MNational Center for
Biotechnology Information

NCBI Home

Resource List (A-Z)

All Resources

Chemicals & Bioassays

Data & Software

£ a bt

Domains & Structures

Genes & Expression

Genetics & Medicine

Genomes & Maps

Homology

Literature

Proteins

Taxaonomy

Training & Tutorials

Wariation

Al Databases v |
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https://www.ncbi.nlm.nih.gov/

Sign in to NCBI

|

Welcome to NCBI

The Mational Center for Biotechnology Information advances science and health by providing access to
biomedical and genomic information.

About the NCBI | Mission | Organization | NCBI Mews & Blog

Submit

Deposit data or manuscripts
inta NCB| databases

Download Learn

Transfer NCBI data to your
computer

Find help documents, attend a
class or watch a tutorial

Develop

Use NCBI APls and code
libraries to build applications

Analyze Research

|dentify an NCBI tool for your
data analysis task

Explore NCBI research and
collaborative projects

Popular Resources

NCEI News & Blog

PubMed Labs is now part of NCBI Labs
03 Oct 2017
About two years-ago, NCBI launched
PubMed Labs, a gathering place for
discovering and exnerimantinn with new

October 11 NCBI Minute: Introducing the

MNew RefSeq Functional Elements Project
02 Bct 2017

On October 11, 2017, NCBI will present a

wiehinar nn BefSan Functinnal Flaments

October 4th NCBI Minute: Create, link
and share your bibliography (PubMed &
ORCID}

27 Sep 2047
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GTATGGCAATTGTTTCAATGTTACTTATAGGGATGGCTATCAGTAATGTTTCGAAAGGGCAATACGCAAA
GAGGTTTTTCTTTTTCGCTACTAGTTGCTTAGTGTTAACTTTAGTTGTAGTTTCAAGTCTAAGTAGCTCA
GCAAATGCATCACAAACAGATAACGGCGTAAATAGAAGTGGTTCTGAAGATCCAACAGTATATAGTGCAA
CTTCAACTAAAAAATTACATAAAGAACCTGCGACTTTAATTAAAGCGATTGATGGTGATACGGTTAAATT
AATGTACAAAGGTCAACCAATGACATTCAGACTATTATTGGTTGATACACCTGAAACAAAGCATCCTAAA
AAAGGTGTAGAGAAATATGGTCCTGAAGCAAGTGCATTTACGAAAAAAATGGTAGAAAATGCAAAGAAAA
TTGAAGTCGAGTTTGACAAAGGTCAAAGAACTGATAAATATGGACGTGGCTTAGCGTATATTTATGCTGA
TGGAAAAATGGTAAACAAAGCTTTAGTTCGTCAAGGCTTGGCTAAAGTTGCTTATGTTTATAAACCTAAC
AATACACATGAACAACTTTTAAGAAAAAGTGAAGCACAAGCGAAAAAAGAGAAATTAAATATTTGGAGCG

AAGACAACGCTGATTCAG



http://bioinfo.ut.ee/primer3-0.4.0/

Checks for mispriming_in template. disclaimer Primer3 Home

P Il mer3 (v. 0.4.0) Pick primers from a DNA sequence.

Primer3plus interface cautions FAQ/WIKI

There is a newer version of Primer3 available at http://primer3.ut.ee

Paste source sequence below (5'->3', string of ACGTNacgtn -- other letters treated as N -- numbers and blanks ignored). FASTA format ok. Please N-out undesirable sequence (vector, ALUs, LINEs, etc.) or use a Mispriming_Library (repeat library):
NONE M

@ ’

4 Pick left primer, or use left primer below:| [l Pick hybridization probe (internal oligo), or use oligo below:||® Pick right primer, or use right primer below (5' to 3' on opposite strand):

| Pick Primers .l Reset Form |

Sequence Id: A string to identify your output.
Targets: E.g. 50,2 requires primers to surround the 2 bases at positions 50 and 51. Or mark the source sequence with [ and J: e.g. ..ATCT[CCCCJTCAT.. means that primers must flank the central CCCC.
Excluded Regions: E.g. 401,7 68,3 forbids selection of primers in the 7 bases starting at 401 and the 3 bases at 68. Or mark the source sequence with < and »>: e.g. ...ATCT<CCCC>TCAT.. forbids primers in the central CCCC.
Product Size Ranges [150-250 100-300 301-400 401-500 501-600 601-700 701-850 851-1000
Number To Return 5 Max 3' Stability 9.0
Max Repeat Mispriming 12.00 Pair Max Repeat Mispriming [24.00

Max Template Mispriming |12.00 Pair Max Template Mispriming 24.00

| Pick Primers || Reset Form |

General Primer Picking Conditions

Primer Size Min: 18 Opt: |20 | Max: |27

Primer Tm  Min: 57.0 Opt: 600 Max: 63.0 Max Tm Difference: 100.0 | Table of thermodynamic parameters: | Breslauer et al. 1985 ¥

Product Tm Min: Opt: Max:

Primer GC% Min: 20 0 Opt: | Max: [80.0

Max Self Complementarity: 8.00 Max 3' Self Complementarity: 3.00

Max #N's: 0 Max Poly-X: 5

Inside Target Penalty: Outside Target Penalty: 0 Note: you can set Inside Target Penalty to allow primers inside a target.

R %S 73 14t
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TGGAAAAATGGTAAACAAAGCTTTAGTTCGTCAAGGCTTGGLTAAAGTTGCTTATGTTTATAAACCTAAC
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